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WHAT IS CLAIMED IS: 

) 1. An isolated antimicrobial peptide comprising the amino acid sequence: 

V 

5 KNLRRIIRKJIHIIKKYG-NH 2 (SEQ ID NO: 1), 

KNIRRIIRKIIHIIKKYG-NH, (SEQ ID NO: 6), 

KNIRRIIRHIIHIIKKYG (SEQ ID NO: 7), 

KNLRRIIRMIIHIIKKYG (SEQ ID NO: 8), 

NLRRIIRKIIMIIKKY (SEQ ID NO 9), 
1 0 NIRRIIRKIIHUKKY (SEQ ID NO: 1 0), 

LRRIIRKIIHIIRK-NH, (SEQ ID NO: 1 1), 

LRRIIRKIIHIIKK (SEQ ID NO: 12), 

IRRIIRKIIHIIKKVNH, (SEQ ID NO: 13), 

IRRIIRKIIHIIKkIsEQ ID NO: 14), 
1 5 LRRIIRKIIHIIK-N^ 2 (SEQ ID NO: 15), 

RRIIRKIIHIIKK-nA 2 (SEQ ID NO: 16), 

RRIIRKIIHIIK-NH 2 )sEQ ID NO: 17), 

GLRKRLRKJRNKIKEKLKKIG (SEQ ID NO: 19), 

KRLRKFRNKIKEKLMKIG (SEQ ID NO: 20), 
20 RKRLRKFRNKIKEKLKKIGQKI (SEQ ID NO: 21), 

LRKFRNKIKEKLKKIGQKI (SEQ ID NO: 22), 

LRKFRNKIKEKLKKJGQKIQG (SEQ ID NO: 23), 

RKFRNKIKEKLKKIG (SEQ ID NO: 24), 

KIKEKLKKIGQKIQG (SEQ ID NO: 25), 
25 KIKEKLKKIGQKIQGLL (SBQ ID NO: 26), 

RGLRRLGRKIAHGVKKYGArVLRII RIA-NH2 (SEQ ID NO. 27), or 

KNLRRIIRKIIHIIKKYGPTILr\iRIIG-NH2 (SEQ ID NO. 28). 

2. A nucleic acid molecule encoding the antimicrobial peptide comprising the amino 
30 acid sequence: rv 
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KNLRRIIRKIIHIIKKYG-NH, (SEQ ID NO: 1), 
KNIRRIIRKIIHIIKKYG-NH 2 (SEQ ID NO: 6), 
KNIRRIIRKIIHIIKKYG- (SEQ ID NO: 7), 
KNLRRIIRKIIHIIKKYG (SEQ ID NO: 8), 
NLRRIIRKIIHIIKKY (SEQ ID NO 9), 
NIRRIIRKIIH I IKK Y (SEQ ID NO: 10), 
LRRIIRKIIHIIKK-NH, (SEQ ID NO: 11), 
LRRIIRKIIHIIKK (SEQ ID NO: 12), 
IRRIIRKIIHIIKK-NH, (SEQ ID NO: 13), 
IRRIIRKIIHIIKK (SEQ ID NO: 14), 
LRRIIRKIIHIIK-NH, (SEQ ID NO: 15), 
RRIIRKIIHIIKK-NH 2 (SEQ ID NO: 16), 
RRIIRKIIHIIK-NH, (SEQ ID NO: 17) 
GLRKRLRKFRNKIKEKLKKIG (SEQ ID NO: 19), 
KRLRKFRNKIKEKLKKJG (SEQ ID NO: 20), 
RKRLRKFRNKIKEKLKKIGQKI (SEQ ID NO: 21), 
LRKFRNKIKEKLKKIGQKI (SEQ ID NO: 22), 
LRKFRNKIKEKLKKJGQKIQG (SEQ ID NO: 23), 
RKFRNKIKEKLKKIG (SEQ ID NO: 24), 
KIKEKLKKIGQK1QG (SEQ ID NO: 25), 
KIKEKLKKIGQKIQGLL (SEQ ID NO: 26), 

RGLRRLGRKIAHGVKKYGPTVLRII RIA-NH2 (SEQ ID NO. 27), or 
KNLRRIIRKIIHIIKKYGPTILRIIRIIG-NH2 (SEQ ID NO. 28). 

3. A pharmaceutical composition wherein said composition comprises the 
antimicrobial peptide comprising the amino acid sequence: 

K^PviUIRKJIHIIKKYG-NH 2 (SEQ ID NO: 1), 
KNIRRIIRKIIHIIKKYG-NH, (SEQ ID NO: 6), 
KNIRRIIRKIIHIIKKYG (SEQ ID NO: 7), 
KNLRPJIRKIIHIIKkVg (SEQ ID NO: 8), 

264703.1 \ 

\ 106 




o 



o 



10 



15 
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NLRRIIRKIIHIIKKY (SEQ ID NO 9), 
NIRRIIRJ GIHIIKKY (SEQ ID NO: 10), 
LRRIIRK IIHIIKK-NH 2 (SEQ ID NO: 1 1), 
LRRIIRX IIHIIKK (SEQ ID NO: 12), 
IRRURKHHIIKK-NH, (SEQ ID NO: 13), 
IRRIIRKIIHIIKK (SEQ ID NO: 14), 
LRRIIRKIIHIIK-NHa (SEQ ID NO: 15), 
RRIIRKIMIKK-NH, (SEQ ID NO: 16), 
RRIIRKIIHIIK-NH, (SEQ ID NO: 17), 
GLRKRLRKFRNKIKEKLKKIG (SEQ ID NO: 19), 
ICRLRfCFRNKIKEKLKKIG (SEQ ID NO: 20), 
RKRLRKFRNKIKEKLKKIGQKI (SEQ ID NO: 21), 
LRKFRNKIMEKLKKIGQKI (SEQ ID NO: 22), 
LRKFRNKIK1EKLKKIGQKIQG (SEQ ID NO: 23), 
RKFRNKIKEKLKKIG (SEQ ID NO: 24), 
KIKEKLKKIGQKIQG (SEQ ID NO: 25), 
KIKEKLKKIC QKIQGLL (SEQ ID NO: 26), 

RGLRRLGRK I AHG VKK YGPT VLRII RIA-NH2 (SEQ ID NO. 27), or 
KNLRRIIRKIIHIIKKYGPTILRIIRIIG-NH2 (SEQ ID NO. 28); and 

a pharmaceutically acceptable carrier. 



25 



4. A method of inhibiting microbial growth in an environment capable of sustaining 
such growth comprising administering to said environment a first antimicrobial peptide 
comprising the amino acid sequence: 



KNLRRIIRKIIHIIKKYG-NH 2 (SEQ ID NO: 1), 
KNIRRIIRKIIHIIKKYG-NH, (SEQ ID NO: 6), 
KNIRRIIRKIIHIIKKYG (SEQ ID NO: 7), 
30 KNLRRIIRKIIHIIKKYG (SEQ ID NO: 8), 

NLRRIIRKIIHIIKKY (SEQ ID NO 9), 
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NIRRIIRKIIHIIKKY (SEQ ID NO: 10), 
LRRJIRKIIHIIKK-NH2 (SEQ ID NO: 1 1), 
LRRIIRKIIHIIKK (SEQ ID NO: 12), 
IRRIIRKIIHIIKK-NH: (SEQ ID NO: 13), 
IRRIIRKIIHIIKK (SEQ ID NO: 14), 
LRRIIRKIIHIIK-NH, (SEQ ID NO: 15), 
RRIIRKIIHIIKK-NH, (SEQ ID NO: 16), 
RRIIRKIIHIIK-NH, (SEQ ID NO: 17), 
GLRKRLRKFRNKIKEKLKKIG (SEQ ID NO: 19), 
KRLRKFRNKIKEKLKKIG (SEQ ID NO: 20), 
RKRLRKFRNKIKEKLKKIGQKI (SEQ ID NO: 21), 
LRKFRNKIKEKLKKIGQKI (SEQ ID NO: 22), 
LRKFRNKIKEKLKKIGQKIQG (SEQ ID NO: 23), 
RKFRNKIKEKLKKIG (SEQ ID NO: 24), 
KIKEKLKKIGQKIQG (SEQ ID NO : 25), 
KIKEKLKKIGQKIQGLL (SEQ ID NO: 26), 

RGLRRLGRKIAHGVKKYGPTVLRII RIA-NH2 (SEQ ID NO. 27), or 
KNLRRIIRKIIHIIKKYGPTILRIIRIIG-NH2 (SEQ ID NO. 28).. 



5. The method of claim 4, wherein said first antimicrobial peptide is delivered in a 
pharmaceutical composition, said pharmaceutical composition, including 

a pharmaceutically acceptable carrier. 

6. The method of claim 4, further comprising administering a second antimicrobial 
agent. 

7. The method of claim 6, wherein said first antimicrobial peptide is administered 
before said second antimicrobial agent. 

8. The method of.cjaim^ wherein said first antimicrobial peptide and said second 
antimicrobial agent are administered together. 
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9. The method of claim 6, wherein said first antimicrobial peptide is administered 
after said second antimicrobial agent. 

5 10. The method of-dainj^wherein said second antimicrobial agent is selected from 
the group consisting of SEQ ID NO: 2, SEQ ID NO: 3, SEQ ID NO: 4, SEQ ID NO: 5, 
SEQ ID NO: 18, SEQ ID NO: 1 9, SEQ ID NO: 20, SEQ ID NO: 2 1 , SEQ ID NO: 22, 
SEQ ID NO: 23, SEQ ID NO: 24, SEQ ID NO: 25, SEQ ID NO: 26, SEQ ID NO: 27 and 
SEQ ID NO:28, wherein the second microbial agent is a different than the first 
10 antimicrobial peptide. 

1 1 . The method o£claim^6, wherein said second antimicrobial agent is selected from 
the group consisting of a protein synthesis inhibitor, a cell wall growth inhibitor, a cell 
membrane synthesis inhibitor, a nucleic acid synthesis inhibitor, and a competitive 

15 inhibitor. 

1 2. A method of inhibiting microbial growth in a host, comprising administering to 
said host a first antimicrobial peptide comprising the amino acid sequence: 

20 KNLRRIIRKIIHIIKKYG-NH 2 (SEQ ID NO: 1) , 

RGLRRLGRKIAHGVKKYGPTVLRIIRIAG (SEQ ID NO: 2), 

KIAHGVKKYGPTVLRIIRIAG (SEQ ID NO 3), 

LGRKIAHGVKKYGPTVLRII (SEQ ID NO: 4), 

RGLRRLGRKIAHGVKKYG (SEQ ID NO: 5), 
25 KNIRRIIRKJIHIIKKYG-NHz (SEQ ID NO: 6), 

KNIRRIIRKIIHIIKKYG (SEQ ID NO: 7), 

KNLRRIIRKIIHIIKKYG (SEQ ID NO: 8), 

NLRRIIRKIIHIIKKY (SEQ ID NO 9), 

NIRRIIRKIIHIIKKY (SEQ ID NO: 10), 
30 LRRIIRKIIHIIKK-NH, (SEQ ID NO: 1 1), 

LRRIIRKIIHIIKK (SEQ ID NO: 12), 
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IRRIIRKIIHIIKK-NH2 (SEQ ID NO: 13), 

IRRIIRKIIHIIKK (SEQ ID NO: 14), 

LRRIIRKIIHIIK-NH, (SEQ ID NO: 15), 

RRIIRKIIHIIKK-NH2 (SEQ ID NO: 16), 
5 RRIIRKIIHIIK-NH 2 (SEQ ID NO: 1 7), 

GLRKRLRKFRNKIKEKLKKIGQKIQGLLPKLAPRTDY (SEQ ID NO: 18), 

GLRKRLRKFRNKIKEKLKKIG (SEQ ID NO: 19), 

KRLRKFRNKIKEKLKKIG (SEQ ID NO: 20), 

RKRLRKFRNKIKEKLKKIGQKI (SEQ ID NO: 21), 
1 0 LRKFRNKIKEKLKKIGQKI (SEQ ID NO: 22), 

LRKFRNKIKEKLKKIGQKIQG (SEQ ID NO: 23), 

RKFRNKIKEKLKKIG (SEQ ID NO: 24), 

KIKEKLKKIGQKIQG (SEQ ID NO: 25), 

KIKEKLKKIGQKIQGLL (SEQ ID NO: 26), 
1 5 RGLRRLGRKIAHGVKKYGPTVLRII RIA-NH2 (SEQ ID NO. 27), or 

KNLRRIIRKIIHIIKKYGPTILRIIRIIG-NH2 (SEQ ID NO. 28).). 

13. A method of inhibiting the growth of drug-resistant microbial strains comprising 
administering to an environment capable of sustaining such growth a first antimicrobial 
20 peptide comprising the amino acid sequence: 

KNLRRIIRKIIHIIKKYG-NH 2 (SEQ ID NO: 1) , 

RGLRRLGRKIAHGVKKYGPTVLRIIRIAG (SEQ ID NO: 2), 

KIAHGVKKYGPTVLRIIRIAG (SEQ ID NO 3), 
25 LGRKIAHGVKKYGPTVLRII (SEQ ID NO: 4), 

RGLRRLGRKIAHGVKKYG (SEQ ID NO: 5), 

KNIRRIIRKIIHIIKKYG-NH, (SEQ ID NO:6), 

KNIRRJIRKIIHIIKKYG (SEQ ID NO: 7), 

KNLRRIIRKIIHIIKKYG (SEQ ID NO: 8), 
30 NLRRIIRKIIHIIKKY (SEQ ID NO 9), 

NIRRIIRKIIHIIKKY (SEQ ID NO: 10), 
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LRRIIRKIIHIIKK-NH, (SEQ ID NO: 11), 
LRRIIRKIIHIIKK (SEQ ID NO: 12), 
IRRIIRKIIHIIKK-NH, (SEQ ID NO: 13), 
IRRIIRKIIHIIKK (SEQ ID NO: 14), 
5 LRRIIRKIIHIIK-NH 2 (SEQ ID NO: 1 5), 

RRIIRKIIHIIKK-NH 2 (SEQ ID NO: 16), 
RRIIRKIIHIIK-NH, (SEQ ID NO: 17), 

GLRKRLRXFRNKIKEKLKKI GQKI QG LLPKL APRTD Y (SEQ ID NO: 18), 

GLRXRLRKFRNKIKEKLKKIG (SEQ ID NO: 19), 
1 0 KRLRKFRNKIKEKLKKIG (SEQ ID NO: 20), 

RKRLRKFRNKIKEKLKKIGQKI (SEQ ID NO: 21), 

LRKFRNKIKEKLKKIGQKI (SEQ ID NO: 22), 

LRKFRNKIKEKLKKIGQKIQG (SEQ ID NO: 23), 

RKFRNKIKEKLKKIG (SEQ ID NO: 24), 
1 5 KIKEKLKKIGQKIQG (SEQ ID NO: 25), 

KIKEKLKKIGQKIQGLL (SEQ ID NO: 26), 

RGLRRLGRKIAHGVKKYGPTVLRII RIA-NH2 (SEQ ID NO. 27), or 
KNLRRIIRKIIHIIKKYGPTILRIIRIIG-NH2 (SEQ ID NO. 28). 

20 14. The method of claim 13, wherein said drug-resistant microbial strain is selected 
from the group consistingoflPsuedomonas aeroginosa, Burkholderia cepacia, 
Alcaligenes, and Xanthamonas. 

15. The method of claim-43, further comprising administering a second antimicrobial 
25 agent. 

16. The method of claim^f5, wherein said first antimicrobial peptide is administered 
before said second antimicrobial agent. 

30 17. The method of clahn^l^wherein said first antimicrobial peptide and said second 
antimicrobial agent are administered together. 
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1 8. The method of clajir^l5^wherein said first antimicrobial peptide is administered 
after said second antimicrobial agent. 

5 19. The method of claimU^wherein said second antimicrobial agent is selected from 
the group consisting of a protein synthesis inhibitor, a cell wall growth inhibitor, a cell 
membrane synthesis inhibitor, a nucleic acid synthesis inhibitor, and a competitive 
inhibitor. 

10 20. A method of inhibiting growth of a microbial strain in a host, comprising 
administering to said host a first antimicrobial peptide comprising the amino acid 
sequence: 

KNLRRIIRKIIHIIKK YG -NH 2 (SEQ ID NO: 1) , 
RGLRRLGRKIAHGVKKYGPTVLRIIRIAG (SEQ ID NO: 2), 
KIAHGVKKYGPTVLRIIRIAG (SEQ ID NO 3), 
LGRKIAHGVKKYGPTVLRII (SEQ ID NO: 4), 
RGLRRLGRKIAHGVKKYG (SEQ ID NO: 5), 
KNIRRIIRKIIHIIKKYG-NH 2 (SEQ ID NO:6), 
KNIRRIIRKIIHIIKKYG (SEQ ID NO: 7), 
KNLRRIIRKIIHIIKKYG (SEQ ID NO: 8), 
NLRRIIRKIIHIIKKY (SEQ ID NO 9), 
NIRRIIRKIIHIIKKY (SEQ ID NO: 10), 
LRRIIRKIIHIIKK-NH, (SEQ ID NO: 1 1), 
LRRIIRKIIHIIKK (SEQ ID NO: 12), 
IRRIIRKIIHIIKK-NH: (SEQ ID NO: 13), 
IRRIIRKIIHIIKK (SEQ ID NO: 14), 
LRRIIRKIIHIIK-NH 2 (SEQ ID NO: 15), 
RRIIRKIIHIIKK-NH, (SEQ ID NO: 16), 
RRIIRKIIHIIK-NH: (SEQ ID NO: 17), 

GLRKRLRKFRNKIKEKLKKIGQKIQGLLPKLAPRTDY (SEQ ID NO: 18), 

264703.1 

112 



=4= 



15 



20 



25 



30 



o 



o 



GLRKRLRKFRNKIKEKLKKJG (SEQ ID NO: 19), 
KRLRKFRNKIKEKLKKIG (SEQ ID NO: 20), 
RKRLRKFRNKIKEKLKKIGQKI (SEQ ID NO: 21), 
LRKFRNKIKEKLKKIGQKI (SEQ ID NO: 22), 
5 LRKFRNKIKEKLKKIGQKIQG (SEQ ID NO: 23), 

RKFRNKIKEKLKKIG (SEQ ID NO: 24), 
KIKEKLKKIGQKIQG (SEQ ID NO: 25), 
KIKEKLKKIGQKIQGLL (SEQ ID NO: 26), 

RGLRRLGRKIAHGVKKYGPTVLRII RIA-NH2 (SEQ ID NO. 27), or 
10 KNLRRIIRKIIHIIKKYGPTILRIIRIIG-NH2 (SEQ ID NO. 28). 
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21. The method of claim 20, further comprising administering a second antimicrobial 
agent. ^ ^ 

15 22. The method of claicn^O^ wherein said first antimicrobial peptide is administered 
before said second antimicrobial agent. 

23. The method of claim 20, wherein said first antimicrobial peptide and said second 
antimicrobial agent are administered together. 



20 



24. The method of clajjj^20, wherein said antimicrobial peptide is administered after 
said second antimicrobial agent. 



25. The method of claiqr20 wherein said antimicrobial agent is selected from the 
25 group consisting of a protein synthesis inhibitor, a cell wall growth inhibitor, a cell 
membrane synthesis inhibitor, a nucleic acid synthesis inhibitor, and a competitive 
inhibitor. 



26. A kit for use in inhibiting microbial growth in a host comprising first 
30 antimicrobial peptide comprising the amino acid sequence: 
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KNLRRIIRKIIHIIKKYG-NH, (SEQ ID NO: 1) , 
RGLRRLGRKIAHGVKKYGPTVLR1IRIAG (SEQ ID NO: 2), 
KIAHGVKKYGPTVLRIIRIAG (SEQ ID NO 3), 
LGRKIAHGVKKYGPTVLRII (SEQ ID NO: 4), 
RGLRRLGRKIAHGVKKYG (SEQ ID NO: 5), 
KNIRRIIRKIIHIIKKYG-NH 2 (SEQ ID NO:6), 
KNIRRIIRKIIHIIKKYG (SEQ ID NO: 7), 
KNLRRJIRKIIHIIKKYG (SEQ ID NO: 8), 
NLRRIIRKIIHIIKKY (SEQ ID NO 9), 
NIRRIIRKIIHIIKKY (SEQ ID NO: 10), 
LRRIIRKIIHIIKK-NH 2 (SEQ ID NO: 11), 
LRRIIRKIIHIIKK (SEQ ID NO: 12), 
IRRIIRKIIHIIKK-NH: (SEQ ID NO: 13), 
IRRIIRKIIHIIKK (SEQ ID NO: 14), 
LRRIIRKIIHIIK-NH, (SEQ ID NO: 15), 
RRIIRKIIHIIKK-NH ; (SEQ ID NO: 16), 
RRIIRKIIHIIK-NH 2 (SEQ ID NO: 17), 

GLRKRLRKFRNKIKEKLKKIGQKIQGLLPKLAPRTDY (SEQ ID NO: 18), 
GLRKRLRKFRNKIKEKLKKIG (SEQ ID NO: 19), 
KRLRKFRNKIKEKLKKIG (SEQ ID NO: 20), 
RKRLRKFRNKIKEKLKKIGQKI (SEQ ID NO: 21), 
LRKFRNKIKEKLKKIGQKI (SEQ ID NO: 22), 
LRKFRNKIKEKLKKIGQKIQG (SEQ ID NO: 23), 
RKFRNKIKEKLKKIG (SEQ ID NO: 24), 
KIKEKLKKIGQKIQG (SEQ ID NO: 25), 
KIKEKLKKIGQKIQGLL (SEQ ID NO: 26), 

RGLRRLGRKIAHGVKKYGPTVLRII RIA-NH2 (SEQ ID NO. 27), or 
KNLRRIIRKIIHIIKKYGPTILRIIRIIG-NH2 (SEQ ID NO. 28) 

a suitable container. 
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27. The kit of claim 26, further comprising a second antimicrobial agent. 



28. The kit of claim 27, wherein said second antimicrobial agent is selected from the 
group consisting of a^profein synthesis inhibitor, a cell wall growth inhibitor, a cell 
membrane synthesis inhibitor, a nucleic acid synthesis inhibitor, and a competitive 
inhibitor. 

29. The method of claiiii2(), wherein said microbial strian is a bacteria. 

30. The method of claim 20, wherein said microbial strain is a virus. 



31. 



The method of claim 30, wherein said virus is HIV, HSV or EIAV. 
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